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5l s 1S5 b sl s, 5 sl (I ol ol Sledibl gl (text file of sequence data) e LG .55 S
slasl «el oy 2e (€lectropherogram or chromatogram) Sl S L opl S50 5800 ol &8 SIS LU
L sl K, 5 .(base sequence) el Jis stz 3L K doles Ko s e OLE Sy Sogeo 4 1y sl oS

>160421-18_102_1-4_63MF.abl 1363

NNNNNNNNNNNNNGTGGATTAGTGGCGACGGGTGAGTA
ACACGTGAGTAACCTGCCCCTGACTCTGGGATAAGCGTT
GGAAACGACGTCTAATACTGGATATGATCACCGGCCGCA
TGGTCTGGTGGTGGAAAGATTTTTTGGTTGGGGATGGAC
TCGCGGCCTATCAGCTTGTTGGTGAGGTAATGGCTCACC

= FinchTV - [Finch Server FOCDQ4738.b1_D09.ab1

e B3t Vew Prch b

The blue line marks - = —

tmmmoanN\ 2P0l WS BB EI A= ceowds
the quality value :

equals 20

\ Goto Ease N fnt Seaance A6t
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Bars in the histogram | s | |

AAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGG
CCACACTGGGACTGAGACACGGCCCAGACTCCTACGGG
AGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGCC
TGATGCAGCAACGCCGCGTGAGGGATGACGGCCTTCGG
GTTGTAAACCTCTTTTAGTAGGGAAGAAGCGAAAGTGAC

plot that fall above the
blue line have a higher
quality value

Bars that fall below the

‘ . A
AW M anad Wy
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blue line have a quality
value less than 20

GTACCTGCAGAAAAAGCACCGGCTAACTACGTGCCAGC
AGCCGCGGTAATACGTAGGGTGCAAGCGTTGTCCGGAAT
TATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCT
GCTGTGAAATCCCGAGGCTCAACCTCGGGCTTGCAGTGG
GTACGGGCAGACTAGAGTGCGGTAGGGGAGATTGGAAT
TCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGA

A LA
VNI M

The bases in this image are all high quality because the peaks do not overlap,
are evenly spaced, and are all approximately the same height.

ACACCGATGGCGAAGGCAGATCTCTGGGCCGTAACTGA
CGCTGAGGAGCGAAAGCATGGGGAGCNNNNNNNNNNN
NNN

S o5 .05 Sy JulS” JI5 (lectropherogram or chromatogram) ef 8 sles 5 b ol 55,585 0 il ) Cavms  gos A JSS
P4 S el ok g (5 S ) 5L NPT (o sy 5500 plos s S 5 b W3k sy 5 sles (I 0L 0T s &S e 6oy
S aas e 0l UNKNOWN base) N o > b 1, oF dauy jaseds 1) A5l 5 K Cardge Lilg0 I g cpmnd 5 4B, LK 150 p5 s

(explorer.bio-rad.com) &ss s sdaliv Ledls sl 5 14l 55 W 5,050 ol
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Next Generation Sequencing (NGS) is a powerful platform that has enabled the sequencing of
Thousands to millions of DNA molecules simultaneously.

..sl:.,\.al}ﬁ-L;J)Jalﬁgf)}gabula;;wixddbbjéj




t_\..q\_\ﬂ BB Jlac | Ul o gad Gc\md\_).\ LSJ‘)S\ eJ.i (BLAST) Gl

L@.;.“"S (trim) ui}lbjgg K] (edit) ﬁ‘ﬁ; i

Gl s les sk 4 abge sl S LT il 5 sl S SS (read) 0wl (g e Sl day Al
2358 oo ECS Rl o se s Sl (00 Wl S Sl S 5 el 5l 3 ul il s 5e sl
Sl ol 3Y 5 s oy pllas kS 1S s e 0L IS sS4l s (00 IS 5 S
S5 a8 Bl Jes ol 4 5,8 Gl sl sl esls LS 0,8 K5y 4 K 55 oS Gble ol (ND sl ol >

23 S (Sequence quality trimming)

QCDP788739.b2_EOLab
= 5] e
a, d !men 11

] A c g’y

-

MR TR T e T T e | FE
<« 50

V0o oot VoY)

E le of tri d region (shaded gray) of low quality bases as the start of a sequence.

In the iFinch for Educators chromatogram report (below), the quality value for each base is
shown in a graph. Trimmed bases in the sequence have a strikethrough.

Bases at 5' and 3' ends are
typically poor quality. \
Quality Graph
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Za VY R
B bl i1 01 rmT—

Read Length 5410 Trimmed Length 725 b Pos. 35762
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http://blast.ncbi.nlm.nih.gov/Blast.cgi?PROGRAM=blastn&PAGE_TYPE=BlastSearch&LINK_LOC=blasthome
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553 e oskizd BLASTP)

BLAST Genomes
Enter organism common name, scientific name, or tax id m
Human Mouse Rat Microbes

’ Download BLAST B yse BLAST API Use BLAST in the cloud
L] Get BLAST databases and executables mm CallBLAST from your application Start an instance at a cloud provider

Specialized searches

Find proteins highly similar Design primers specific to Compare two sequences Find conserved domains in
to your query your PCR template across their entire span your sequence
{Needleman-Wunsch)

Find matches to gene Search immunoglobuling Search sequences far vector Find sequences with similar
expression profiles and T cell receptor contamination conserved domain
sequences architecture
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Distribution of the top 103 Blast Hits on 100 Subject sequences &
Mouse over to see the title, click to show alignments

Distribution of 297 Blast Hits on the Query Sequence Color key for alignment scores
W40 W40-50 Ws0-80 Ws0-200 W>=200

|M0use over to see the defline, click to show alignments 1 250 500 750 1000 1250

Color key for alignment scores

<40 40-50 50-80 80-200 *=200
Query [ —
| 1 1 1 1 1 1 |
0 100 200 300 400 500 600 700

S5 P 4lis iowl; v gai NCBI cule s (Graphic SUMmary) s b 818 aods &) g0 4 codl gl AY IS
Gl bl pde y (Vb cwend) Iy 55 b )00 JIg5 Ao 55 doo bl iga S pgndl 05 SSL L3 252 se I os b 55550
lia (g eias JLail o S50 0y bglast ol ek 0313 DL S 5 (K (Foge sl Ky 4 S 5 ol sladls b 0T S
sl Mg S Cilites >l 3 lES Ol e 5 AL Ol Sl LIS LT o D ol 31 4Sikizmen .ol (COlOT DOXES)
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s en 3l Jols s s (o,8 b 549 Oy gmy 3ollas ple Lo)s) ladlols wo s b oslass 5 JIg 93 0 Cgulin

.J}Afb < aJ‘b QLL.’

s¢ h T g T g g g d W query sequence

RRPO_BYDVP
RRPO_BYDVR

Portion of another sequence
similar to your query sequence:

red, gree , matches: good
grey matches: intermediate
blue: bad, (twilight zone)

5¢=50 58<5¢=100 100<5<=156 158<5{=280 52200

v Descriptions
Legenlj for links to other resources: mUmGene E GEOE Gene Structure m Map Viewer

Sequences producing significant alignments:
(Click headers to sort columns)

Max Total Query E Max

Accession paseivtion ‘ score score coverage |—walue ident LDkE
AF234287.1 Pectobacteriurmn chrysanthermi tRNA-Ile and tRNA-Ala genes, comp 907 207 100% 0.0 100%
cpo01sss.1 Dickeva zeae Ech1i5%1, complete aenome 612 2508 100% 6e-172 969
AF224286.1  Pectobacterium chrysanthemi tRNA-Ile and tRNA-Ala aenes, comp 503 503 100% 4g-169 8%
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